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--28. (NEW) A methotk|brcontrolling gene expression in eukaryots, comprising 
&/ introducing prokaryotic beta recomWnWnd its specific target sequences in the eukaryots,- 



-29. (NEW) A Jhethod for manipulating plant genomes in the generation of 
transgenic plants, comprising reducing prokaryotic beta recombinase and its specific target 
sequences in the plant genomesV- 

-30. (NEW) A i/ethod forVann^ng^amogenic and Gram positive bacteria, 
comprising introducing vro^c^^rn.se ^ its spedfic ^ ^ ^ 

pathogenic and Gram positive bacteria. - 



-3 1 . (NEW) A method according tf) claim- 2?; wherein the eukaryotic cells a 
mammalian cells. - 



' " 3I J^AjSlSd . according fn r-laim ?7^vhercin c it e specific in U aiiiuleculcfl ^ 
bmaflSn between two six sites in eukaryotic cells is obtained.- 



^) -33. (NEW) A methoa^^cording to claim 32; wherein two or more different 

specific recombination events at a time kr^promoted.-- 



-34. (NEW) A method accon 
exclusively mediated.-- 




laim 32, wherein intramolecular reactions a 
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^5^1^-35. (NEW) A method according to claim £ wherein the prokaryotic be*/ 

recombinase promotes the deletion of DNA sequence, .ocated be^en^t^ed * 
sites in mammalian cells.-- ^^^^^^ 

-36. (NEW^^^cc 0rding , 0 claim S^wherein the prokaryotic beta 
recombina^rornote^e inversion of DNA sequences located between inverted repeated * 
sites in^raarnmalian cells.- 

-V (NEW) A method according to claim SZ^wherein the prokaryotic beta 
recombinaseVomo.es deletion of a DNA fragment .aying between two directly oriented si, 



-38. (NEW) Xmethod according to claim }7, wherein the prokaryotic beta 
recombinase promotes inversion of a DNA fragment laying between two inversely oriented 



-39. (NEW) A method accoroW to claim 38,,wherein the prokaryotic beta 
recombinase promotes deletion of a DNA^men, laying between direct repeated specific 
recognition sequences.- 

-40. (NEW) A method according to claim sVherein the prokaryotic beta 
recombinase promotes inversion of a DNA fragment layin\etween inverted repeated 
specific recognition sequences.-- 
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seqnenceFiS^s an extrachromosomal DNA substrate.-- 

-42. (NEW) A method according ,o o laim # *^e* aa &c~wrtSr~ 



" 43 - ^ A " ; ^"*g-.e-specif 1 c r eso,u,ionofDNA^^^^ 
^ »"™a,,ar g ^ 

specific resolution with the gene coding fo\a recombinase.- 



introduced by transfedftrfi.-- 



according to claim 43, wherein the gene coding i: 
-46. (NEW) Amethodaccordingtoclaim45:whereintheresolutioni S deletion,- 



-47. (NEW) A method according to claim 43, wherein the 



resolution is inversion.- 



~48. (NEW)sAmethod according to claim 4£ wherein the DNA sequences are 
allocated between the six sites> 



-49. (NEW, A-thodaccordi^ah.^whereinthe.^itesareintegratedin 
the genome as chromatin associated structures.- 



